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Supplementary Figure S3 Comparative genomic features of macrofungi and
microfungi. a Genome size. b Gene counts. ¢ GC content. d Number of horizontally
transferred genes. e Number of biosynthetic gene clusters between macrofungi and
microfungi. Boxplots show the median, interquartile range, and 1.5 interquartile range
whiskers; individual points represent genomes. Statistical significance was assessed
using two-sided Wilcoxon rank-sum tests. Significance levels are indicated as follows:
ns, P >0.05; *, P <0.05; **, P <0.01; *** P <0.001.



